
GO:0001871
pattern binding

5.97e−05
13 / 14

GO:0003674
molecular_function

1.000
3602 / 8989

GO:0003735
structural constituent of ribosome

3.36e−18
193 / 299

GO:0003824
catalytic activity

5.88e−06
1619 / 3788

GO:0005198
structural molecule activity

2.66e−16
228 / 377

GO:0005488
binding
0.032

1718 / 4179

GO:0030246
carbohydrate binding

0.045
40 / 80

GO:0030247
polysaccharide binding

5.97e−05
13 / 14


