
GO:0000975
regulatory region DNA binding

0.007958
5 / 22

GO:0001067
regulatory region nucleic acid binding

0.007958
5 / 22

GO:0001071
nucleic acid binding transcription factor activity

0.000203
67 / 738

GO:0003674
molecular_function

1.000000
539 / 9145

GO:0003676
nucleic acid binding

0.656226
77 / 1354

GO:0003677
DNA binding

0.107684
58 / 838

GO:0003700
sequence−specific DNA binding transcription factor activity

0.000195
67 / 737

GO:0003824
catalytic activity

0.209804
208 / 3372

GO:0004364
glutathione transferase activity

0.000584
7 / 26

GO:0005488
binding

0.497075
249 / 4215

GO:0016740
transferase activity

0.022353
95 / 1328

GO:0016757
transferase activity, transferring glycosyl groups

0.129320
18 / 229

GO:0016758
transferase activity, transferring hexosyl groups

0.057106
15 / 163

GO:0016762
xyloglucan:xyloglucosyl transferase activity

0.005165
5 / 20

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.014531
8 / 55

GO:0097159
organic cyclic compound binding

0.693515
152 / 2659

GO:1901363
heterocyclic compound binding

0.715600
151 / 2653


