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molecular_function
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301 / 10224

GO:0003676
nucleic acid binding

0.0295
58 / 1551

GO:0003677
DNA binding

0.0135
42 / 1011

GO:0003824
catalytic activity

0.5447
122 / 4160

GO:0005488
binding
0.1422

159 / 5073

GO:0008168
methyltransferase activity

0.4336
4 / 114

GO:0008171
O−methyltransferase activity

0.0058
3 / 13

GO:0016491
oxidoreductase activity

0.1381
28 / 767

GO:0016740
transferase activity

0.6419
48 / 1695

GO:0016741
transferase activity, transferring one−carbon groups

0.4533
4 / 117

GO:0016829
lyase activity

0.1112
8 / 164

GO:0016835
carbon−oxygen lyase activity

0.0606
5 / 72

GO:0016837
carbon−oxygen lyase activity, acting on polysaccharides

0.0126
3 / 17

GO:0016903
oxidoreductase activity, acting on the aldehyde or oxo group...

0.0188
4 / 35

GO:0030570
pectate lyase activity

0.0126
3 / 17

GO:0097159
organic cyclic compound binding

0.0208
114 / 3297

GO:1901363
heterocyclic compound binding

0.0192
114 / 3288


