
GO:0000272
polysaccharide catabolic process

0.00652
4 / 20

GO:0005975
carbohydrate metabolic process

0.75647
16 / 474

GO:0005976
polysaccharide metabolic process

0.09190
12 / 202

GO:0006139
nucleobase−containing compound metabolic process

0.18111
73 / 1713

GO:0006259
DNA metabolic process

0.04036
24 / 427

GO:0006260
DNA replication

0.56910
9 / 236

GO:0006261
DNA−dependent DNA replication

0.42564
6 / 135

GO:0006275
regulation of DNA replication

0.30711
6 / 118

GO:0006403
RNA localization

0.01328
6 / 51

GO:0006405
RNA export from nucleus

0.01328
6 / 51

GO:0006406
mRNA export from nucleus

0.00810
6 / 46

GO:0006725
cellular aromatic compound metabolic process

0.20320
78 / 1853

GO:0006807
nitrogen compound metabolic process

0.23784
79 / 1899

GO:0006810
transport
0.62111
35 / 936

GO:0006913
nucleocytoplasmic transport

0.02346
11 / 144

GO:0007049
cell cycle
0.22617
21 / 454

GO:0008150
biological_process

1.00000
230 / 5936

GO:0008152
metabolic process

0.27877
147 / 3671

GO:0009056
catabolic process

0.15338
22 / 451

GO:0009057
macromolecule catabolic process

0.04915
13 / 202

GO:0009058
biosynthetic process

0.69738
84 / 2252

GO:0009059
macromolecule biosynthetic process

0.42612
61 / 1532

GO:0009889
regulation of biosynthetic process

0.39953
33 / 808

GO:0009987
cellular process

0.67765
152 / 3992

GO:0010467
gene expression

0.52404
52 / 1341

GO:0010556
regulation of macromolecule biosynthetic process

0.43514
31 / 769

GO:0010564
regulation of cell cycle process

0.24685
6 / 109

GO:0015931
nucleobase−containing compound transport

0.08885
6 / 80

GO:0016052
carbohydrate catabolic process

0.35367
5 / 101

GO:0016482
cytoplasmic transport

0.34695
13 / 293

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.40351
32 / 784

GO:0019222
regulation of metabolic process

0.54076
39 / 1011

GO:0022402
cell cycle process

0.17555
17 / 343

GO:0031323
regulation of cellular metabolic process

0.54561
34 / 883

GO:0031326
regulation of cellular biosynthetic process

0.46591
31 / 779

GO:0032875
regulation of DNA endoreduplication

0.00162
4 / 14

GO:0033036
macromolecule localization

0.54584
20 / 519

GO:0034641
cellular nitrogen compound metabolic process

0.18024
77 / 1813

GO:0034645
cellular macromolecule biosynthetic process

0.36609
61 / 1506

GO:0042023
DNA endoreduplication

0.13978
5 / 71

GO:0042743
hydrogen peroxide metabolic process

0.13517
6 / 90

GO:0043170
macromolecule metabolic process

0.07464
119 / 2782

GO:0044237
cellular metabolic process

0.16318
135 / 3284

GO:0044238
primary metabolic process

0.12857
136 / 3281

GO:0044249
cellular biosynthetic process

0.51136
81 / 2084

GO:0044260
cellular macromolecule metabolic process

0.05031
116 / 2667

GO:0044699
single−organism process

0.07372
140 / 3325

GO:0044710
single−organism metabolic process

0.27170
77 / 1867

GO:0044711
single−organism biosynthetic process

0.76029
35 / 993

GO:0044763
single−organism cellular process

0.21834
109 / 2652

GO:0044786
cell cycle DNA replication

0.14579
5 / 72

GO:0046483
heterocycle metabolic process

0.22780
75 / 1792

GO:0046907
intracellular transport

0.33864
21 / 488

GO:0050657
nucleic acid transport

0.01328
6 / 51

GO:0050658
RNA transport

0.01328
6 / 51

GO:0050665
hydrogen peroxide biosynthetic process

0.00539
5 / 30

GO:0050789
regulation of biological process

0.71655
64 / 1740

GO:0050794
regulation of cellular process

0.73347
55 / 1512

GO:0051028
mRNA transport

0.00810
6 / 46

GO:0051052
regulation of DNA metabolic process

0.41383
7 / 158

GO:0051168
nuclear export

0.01588
6 / 53

GO:0051169
nuclear transport

0.02346
11 / 144

GO:0051171
regulation of nitrogen compound metabolic process

0.43065
32 / 793

GO:0051179
localization

0.71913
37 / 1028

GO:0051234
establishment of localization

0.59603
36 / 953

GO:0051236
establishment of RNA localization

0.01328
6 / 51

GO:0051641
cellular localization

0.30470
24 / 552

GO:0051649
establishment of localization in cell

0.28731
23 / 522

GO:0051726
regulation of cell cycle

0.52693
8 / 202

GO:0060255
regulation of macromolecule metabolic process

0.45684
36 / 904

GO:0065007
biological regulation

0.67164
68 / 1822

GO:0071702
organic substance transport

0.21419
27 / 594

GO:0071704
organic substance metabolic process

0.21710
140 / 3452

GO:0071705
nitrogen compound transport

0.04635
15 / 241

GO:0072593
reactive oxygen species metabolic process

0.20884
6 / 103

GO:0080090
regulation of primary metabolic process

0.44106
35 / 873

GO:0090304
nucleic acid metabolic process

0.12888
67 / 1526

GO:0090329
regulation of DNA−dependent DNA replication

0.00214
4 / 15

GO:1901360
organic cyclic compound metabolic process

0.30940
78 / 1912

GO:1901575
organic substance catabolic process

0.06022
21 / 379

GO:1901576
organic substance biosynthetic process

0.78588
80 / 2199

GO:1903409
reactive oxygen species biosynthetic process

0.00817
5 / 33

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.43514
31 / 769


