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pattern binding
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GO:0003674
molecular_function

1.000000
1051 / 7559

GO:0003824
catalytic activity

0.013764
468 / 3127

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.000439
38 / 159

GO:0004672
protein kinase activity

0.001795
68 / 348

GO:0004674
protein serine/threonine kinase activity

0.001336
61 / 302

GO:0005488
binding

0.462310
493 / 3532

GO:0016301
kinase activity

0.009781
77 / 430

GO:0016740
transferase activity

0.006837
191 / 1174

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.038318
88 / 530

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.012452
71 / 396

GO:0016787
hydrolase activity

0.006493
182 / 1112

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.001340
38 / 168

GO:0016829
lyase activity

0.005161
32 / 146

GO:0016835
carbon−oxygen lyase activity

0.000975
19 / 65

GO:0030246
carbohydrate binding

0.002567
18 / 65

GO:0030247
polysaccharide binding

0.000353
8 / 15


