
GO:0006325
chromatin organization

< 1e−20
359 / 502

GO:0006464
cellular protein modification process

4.32e−09
710 / 1308

GO:0006996
organelle organization

< 1e−20
800 / 1366

GO:0008150
biological_process

1.000000
3867 / 8236

GO:0008152
metabolic process

3.99e−10
2519 / 5076

GO:0009987
cellular process

7.97e−12
2667 / 5370

GO:0016043
cellular component organization

2.76e−14
979 / 1785

GO:0016568
chromatin modification

< 1e−20
312 / 415

GO:0016569
covalent chromatin modification

< 1e−20
292 / 385

GO:0016570
histone modification

< 1e−20
266 / 341

GO:0019538
protein metabolic process

0.000123
1082 / 2148

GO:0032259
methylation

< 1e−20
368 / 501

GO:0036211
protein modification process

4.32e−09
710 / 1308

GO:0043170
macromolecule metabolic process

1.31e−17
1943 / 3731

GO:0043412
macromolecule modification

5.35e−14
885 / 1600

GO:0043414
macromolecule methylation

< 1e−20
365 / 494

GO:0043933
macromolecular complex subunit organization

7.07e−15
514 / 866

GO:0044237
cellular metabolic process

1.23e−13
2262 / 4465

GO:0044238
primary metabolic process

1.62e−13
2277 / 4499

GO:0044260
cellular macromolecule metabolic process

3.46e−17
1845 / 3530

GO:0044267
cellular protein metabolic process

5.03e−05
1005 / 1979

GO:0044699
single−organism process

7.33e−14
2357 / 4666

GO:0044710
single−organism metabolic process

2.94e−08
1397 / 2728

GO:0044763
single−organism cellular process

6.79e−11
1880 / 3695

GO:0051276
chromosome organization

< 1e−20
443 / 663

GO:0071704
organic substance metabolic process

7.98e−14
2379 / 4714

GO:0071840
cellular component organization or biogenesis

3.00e−14
1081 / 1991

GO:1902589
single−organism organelle organization

< 1e−20
529 / 832


