
GO:0003674
molecular_function

1.000000
2163 / 8665

GO:0003824
catalytic activity

0.001115
934 / 3497

GO:0004175
endopeptidase activity

0.143947
43 / 148

GO:0004298
threonine−type endopeptidase activity

6.54e−05
14 / 21

GO:0005488
binding

0.000181
1120 / 4197

GO:0008233
peptidase activity

0.372378
63 / 242

GO:0016787
hydrolase activity

0.013586
337 / 1223

GO:0070003
threonine−type peptidase activity

6.54e−05
14 / 21

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.414197
60 / 233

GO:0097159
organic cyclic compound binding

2.74e−05
781 / 2820

GO:1901363
heterocyclic compound binding

2.06e−05
781 / 2815


