
GO:0000166
nucleotide binding

0.578854
458 / 1428

GO:0003674
molecular_function

1.000000
2769 / 8582

GO:0003735
structural constituent of ribosome

1.59e−07
125 / 264

GO:0003824
catalytic activity

5.43e−06
1203 / 3437

GO:0005198
structural molecule activity

3.00e−05
137 / 319

GO:0005488
binding

0.317510
1343 / 4129

GO:0016491
oxidoreductase activity

4.65e−06
279 / 698

GO:0036094
small molecule binding

0.622333
470 / 1471

GO:0043167
ion binding
0.684291
681 / 2137

GO:0043168
anion binding

0.677597
374 / 1179

GO:0048037
cofactor binding

0.000465
92 / 213

GO:0050660
flavin adenine dinucleotide binding

4.38e−05
35 / 61

GO:0050662
coenzyme binding

0.000367
72 / 159

GO:0097159
organic cyclic compound binding

0.488870
858 / 2656

GO:1901265
nucleoside phosphate binding

0.578854
458 / 1428

GO:1901363
heterocyclic compound binding

0.457409
857 / 2648


