
GO:0003674
molecular_function

1.00000
418 / 9674

GO:0003824
catalytic activity

0.61723
163 / 3829

GO:0004857
enzyme inhibitor activity

0.00295
10 / 83

GO:0005488
binding
0.94890

173 / 4368

GO:0005515
protein binding

0.80843
43 / 1113

GO:0005516
calmodulin binding

0.00273
9 / 69

GO:0016168
chlorophyll binding

1.27e−05
7 / 20

GO:0016491
oxidoreductase activity

0.06008
46 / 846

GO:0016620
oxidoreductase activity, acting on the aldehyde or oxo group...

0.00219
6 / 32

GO:0016903
oxidoreductase activity, acting on the aldehyde or oxo group...

0.00224
7 / 43

GO:0030234
enzyme regulator activity

0.03812
11 / 139

GO:0046906
tetrapyrrole binding

0.00895
16 / 192

GO:0097159
organic cyclic compound binding

0.98109
103 / 2803

GO:0098772
molecular function regulator

0.06974
11 / 154

GO:1901363
heterocyclic compound binding

0.98525
102 / 2800


