
GO:0001071
nucleic acid binding transcription factor activity

1.64e−10
123 / 671

GO:0003674
molecular_function

1.000000
853 / 8080

GO:0003700
sequence−specific DNA binding transcription factor activity

1.49e−10
123 / 670

GO:0003824
catalytic activity

0.309230
366 / 3398

GO:0004175
endopeptidase activity

0.186078
16 / 119

GO:0004176
ATP−dependent peptidase activity

0.000142
9 / 21

GO:0004222
metalloendopeptidase activity

0.000471
9 / 24

GO:0005488
binding

0.014582
438 / 3859

GO:0008233
peptidase activity

0.663821
20 / 203

GO:0008237
metallopeptidase activity

0.002880
9 / 30

GO:0016168
chlorophyll binding

2.12e−07
12 / 21

GO:0016462
pyrophosphatase activity

0.531158
35 / 332

GO:0016787
hydrolase activity

0.903111
106 / 1116

GO:0016817
hydrolase activity, acting on acid anhydrides

0.576440
35 / 338

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.561488
35 / 336

GO:0016887
ATPase activity

0.127410
27 / 204

GO:0017111
nucleoside−triphosphatase activity

0.438289
35 / 320

GO:0042623
ATPase activity, coupled

0.438755
17 / 152

GO:0046906
tetrapyrrole binding

0.015965
32 / 206

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.580580
20 / 194

GO:0097159
organic cyclic compound binding

0.024487
295 / 2549

GO:1901363
heterocyclic compound binding

0.024014
295 / 2548


