
GO:0003674
molecular_function

1.000000
793 / 9615

GO:0003676
nucleic acid binding

0.686477
115 / 1446

GO:0003723
RNA binding

0.192621
42 / 444

GO:0003735
structural constituent of ribosome

7.37e−07
48 / 280

GO:0003756
protein disulfide isomerase activity

0.000521
6 / 14

GO:0003824
catalytic activity

0.041442
354 / 4006

GO:0005198
structural molecule activity

1.20e−05
52 / 344

GO:0005488
binding

0.910734
363 / 4615

GO:0008135
translation factor activity, nucleic acid binding

0.003722
15 / 85

GO:0016853
isomerase activity

0.238156
15 / 148

GO:0016860
intramolecular oxidoreductase activity

0.033138
6 / 30

GO:0016864
intramolecular oxidoreductase activity, transposing S−S bond...

0.000521
6 / 14

GO:0097159
organic cyclic compound binding

0.845394
234 / 2985

GO:1901363
heterocyclic compound binding

0.835820
234 / 2979


