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molecular_function
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GO:0003824
catalytic activity

0.504360
141 / 3653

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.000853
17 / 187

GO:0005215
transporter activity

0.126804
26 / 534

GO:0008324
cation transmembrane transporter activity

0.237289
9 / 176

GO:0015075
ion transmembrane transporter activity

0.055459
16 / 269

GO:0015085
calcium ion transmembrane transporter activity

0.012125
3 / 13

GO:0016462
pyrophosphatase activity

0.028538
23 / 392

GO:0016787
hydrolase activity

0.022470
63 / 1285

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.001693
17 / 199

GO:0016817
hydrolase activity, acting on acid anhydrides

0.032366
23 / 397

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.030025
23 / 394

GO:0016887
ATPase activity

0.005036
17 / 221

GO:0017111
nucleoside−triphosphatase activity

0.016105
23 / 371

GO:0022857
transmembrane transporter activity

0.040219
23 / 406

GO:0022890
inorganic cation transmembrane transporter activity

0.081411
8 / 117

GO:0022891
substrate−specific transmembrane transporter activity

0.036641
20 / 338

GO:0022892
substrate−specific transporter activity

0.076101
21 / 391

GO:0042623
ATPase activity, coupled

0.008669
13 / 160

GO:0046873
metal ion transmembrane transporter activity

0.075471
6 / 77

GO:0072509
divalent inorganic cation transmembrane transporter activity

0.056636
3 / 23


