
GO:0006139
nucleobase−containing compound metabolic process

1.41e−07
274 / 2373

GO:0006725
cellular aromatic compound metabolic process

2.70e−08
307 / 2678

GO:0006753
nucleoside phosphate metabolic process

3.39e−09
69 / 377

GO:0006793
phosphorus metabolic process

0.0293
121 / 1159

GO:0006796
phosphate−containing compound metabolic process

0.0190
121 / 1141

GO:0006807
nitrogen compound metabolic process

2.67e−09
320 / 2761

GO:0006810
transport
4.12e−06
153 / 1230

GO:0006996
organelle organization

1.27e−07
153 / 1163

GO:0007005
mitochondrion organization

8.94e−12
34 / 105

GO:0008104
protein localization

2.76e−08
86 / 536

GO:0008150
biological_process

1.0000
781 / 8774

GO:0008152
metabolic process

2.60e−08
555 / 5451

GO:0009058
biosynthetic process

0.0443
307 / 3197

GO:0009117
nucleotide metabolic process

2.68e−09
69 / 375

GO:0009165
nucleotide biosynthetic process

1.66e−11
56 / 244

GO:0009987
cellular process

2.90e−06
558 / 5621

GO:0016043
cellular component organization

3.62e−05
195 / 1702

GO:0016482
cytoplasmic transport

6.26e−13
79 / 386

GO:0018130
heterocycle biosynthetic process

3.01e−06
189 / 1579

GO:0019438
aromatic compound biosynthetic process

8.10e−06
194 / 1653

GO:0019637
organophosphate metabolic process

1.62e−05
81 / 576

GO:0033036
macromolecule localization

4.21e−08
101 / 670

GO:0033365
protein localization to organelle

1.26e−12
72 / 340

GO:0034613
cellular protein localization

7.73e−09
82 / 489

GO:0034641
cellular nitrogen compound metabolic process

9.57e−09
299 / 2570

GO:0034654
nucleobase−containing compound biosynthetic process

1.44e−05
168 / 1406

GO:0044237
cellular metabolic process

2.84e−08
494 / 4739

GO:0044238
primary metabolic process

5.63e−07
481 / 4674

GO:0044249
cellular biosynthetic process

0.0719
284 / 2977

GO:0044271
cellular nitrogen compound biosynthetic process

1.86e−06
189 / 1568

GO:0044281
small molecule metabolic process

4.24e−09
187 / 1428

GO:0044699
single−organism process

5.95e−10
518 / 4919

GO:0044710
single−organism metabolic process

6.77e−09
338 / 2973

GO:0044711
single−organism biosynthetic process

4.44e−06
184 / 1538

GO:0044763
single−organism cellular process

3.40e−06
401 / 3828

GO:0045184
establishment of protein localization

2.13e−08
83 / 508

GO:0046483
heterocycle metabolic process

4.16e−08
296 / 2573

GO:0046907
intracellular transport

2.15e−09
94 / 575

GO:0051179
localization
4.14e−07
173 / 1378

GO:0051234
establishment of localization

1.95e−06
159 / 1273

GO:0051641
cellular localization

9.75e−09
103 / 669

GO:0051649
establishment of localization in cell

2.56e−09
101 / 636

GO:0055086
nucleobase−containing small molecule metabolic process

3.94e−09
71 / 394

GO:0070727
cellular macromolecule localization

1.47e−08
83 / 504

GO:0071704
organic substance metabolic process

4.90e−07
508 / 4981

GO:0071840
cellular component organization or biogenesis

3.21e−05
215 / 1904

GO:0072594
establishment of protein localization to organelle

9.32e−13
72 / 338

GO:0090407
organophosphate biosynthetic process

1.74e−05
69 / 470

GO:1901293
nucleoside phosphate biosynthetic process

1.98e−11
56 / 245

GO:1901360
organic cyclic compound metabolic process

3.90e−08
311 / 2729

GO:1901362
organic cyclic compound biosynthetic process

9.96e−06
200 / 1719

GO:1901576
organic substance biosynthetic process

0.0226
304 / 3121


