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molecular_function

1.000000
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GO:0003676
nucleic acid binding

0.065689
157 / 1306

GO:0003723
RNA binding

7.39e−05
73 / 437

GO:0003824
catalytic activity

0.000224
381 / 3090

GO:0005488
binding

0.037780
428 / 3737

GO:0005507
copper ion binding

0.000161
28 / 127

GO:0016462
pyrophosphatase activity

0.000756
57 / 348

GO:0016787
hydrolase activity

0.002277
136 / 1008

GO:0016817
hydrolase activity, acting on acid anhydrides

0.001615
57 / 359

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.001077
57 / 353

GO:0016887
ATPase activity

0.000223
41 / 217

GO:0017111
nucleoside−triphosphatase activity

0.001092
55 / 338

GO:0043167
ion binding
0.073544

229 / 1957

GO:0043169
cation binding

0.251358
110 / 959

GO:0046872
metal ion binding

0.255966
105 / 915

GO:0046914
transition metal ion binding

0.302815
86 / 754

GO:0097159
organic cyclic compound binding

0.003552
315 / 2591

GO:1901363
heterocyclic compound binding

0.003463
315 / 2590


