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copper ion binding
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GO:0016491
oxidoreductase activity
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186 / 646

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors
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GO:0016671
oxidoreductase activity, acting on a sulfur group of donors,...
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carbohydrate binding
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0.00159
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ion binding
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567 / 2287
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cation binding
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298 / 1183

GO:0046872
metal ion binding
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279 / 1107

GO:0046914
transition metal ion binding

0.82952
227 / 897

GO:0051213
dioxygenase activity

0.00610
25 / 59


