
GO:0006139
nucleobase−containing compound metabolic process

0.045128
145 / 2203

GO:0006259
DNA metabolic process

0.000666
46 / 486

GO:0006260
DNA replication

8.04e−06
34 / 262

GO:0006275
regulation of DNA replication

1.99e−07
24 / 126

GO:0006325
chromatin organization

6.03e−08
50 / 386

GO:0006725
cellular aromatic compound metabolic process

0.059979
159 / 2458

GO:0006807
nitrogen compound metabolic process

0.013259
175 / 2608

GO:0006996
organelle organization

2.27e−05
105 / 1232

GO:0008150
biological_process

1.000000
583 / 10040

GO:0008152
metabolic process

0.008473
368 / 5856

GO:0009058
biosynthetic process

0.000436
236 / 3412

GO:0009059
macromolecule biosynthetic process

0.009600
145 / 2098

GO:0009889
regulation of biosynthetic process

0.647410
59 / 1056

GO:0009987
cellular process

0.000209
396 / 6124

GO:0010556
regulation of macromolecule biosynthetic process

0.558260
58 / 1010

GO:0016043
cellular component organization

5.33e−05
147 / 1891

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.478132
60 / 1020

GO:0019222
regulation of metabolic process

0.450104
83 / 1405

GO:0031323
regulation of cellular metabolic process

0.675848
66 / 1189

GO:0031326
regulation of cellular biosynthetic process

0.609276
58 / 1026

GO:0032259
methylation
1.73e−07
50 / 399

GO:0034641
cellular nitrogen compound metabolic process

0.018295
161 / 2400

GO:0034645
cellular macromolecule biosynthetic process

0.007336
143 / 2050

GO:0043170
macromolecule metabolic process

0.046623
240 / 3795

GO:0043412
macromolecule modification

0.069875
103 / 1548

GO:0043414
macromolecule methylation

1.26e−07
50 / 395

GO:0043933
macromolecular complex subunit organization

2.45e−08
84 / 790

GO:0044237
cellular metabolic process

0.007142
311 / 4853

GO:0044238
primary metabolic process

0.000536
326 / 4946

GO:0044249
cellular biosynthetic process

0.009022
209 / 3144

GO:0044260
cellular macromolecule metabolic process

0.044070
226 / 3553

GO:0046483
heterocycle metabolic process

0.026891
158 / 2378

GO:0050789
regulation of biological process

0.456688
140 / 2385

GO:0050794
regulation of cellular process

0.760127
111 / 2018

GO:0051052
regulation of DNA metabolic process

9.69e−07
27 / 166

GO:0051171
regulation of nitrogen compound metabolic process

0.514054
60 / 1031

GO:0051276
chromosome organization

8.90e−07
56 / 494

GO:0060255
regulation of macromolecule metabolic process

0.420957
72 / 1207

GO:0065007
biological regulation

0.464423
155 / 2646

GO:0071704
organic substance metabolic process

0.000352
345 / 5252

GO:0071840
cellular component organization or biogenesis

1.10e−05
165 / 2112

GO:0080090
regulation of primary metabolic process

0.671975
65 / 1170

GO:0090304
nucleic acid metabolic process

0.126698
122 / 1911

GO:1901360
organic cyclic compound metabolic process

0.010046
176 / 2606

GO:1901576
organic substance biosynthetic process

0.001461
225 / 3296

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.558260
58 / 1010


