
GO:0006139
nucleobase−containing compound metabolic process

0.08568
40 / 2412

GO:0006351
transcription, DNA−templated

0.00851
27 / 1245

GO:0006355
regulation of transcription, DNA−templated

0.00165
27 / 1105

GO:0006725
cellular aromatic compound metabolic process

0.12420
44 / 2770

GO:0006807
nitrogen compound metabolic process

0.27411
43 / 2913

GO:0006810
transport
0.92572

18 / 1761

GO:0008150
biological_process

1.00000
149 / 11033

GO:0008152
metabolic process

0.80110
83 / 6482

GO:0008643
carbohydrate transport

0.00200
3 / 19

GO:0009058
biosynthetic process

0.63726
49 / 3744

GO:0009059
macromolecule biosynthetic process

0.61873
30 / 2301

GO:0009889
regulation of biosynthetic process

0.00869
27 / 1247

GO:0009987
cellular process

0.67696
89 / 6752

GO:0010467
gene expression

0.07373
33 / 1907

GO:0010468
regulation of gene expression

0.00878
27 / 1248

GO:0010556
regulation of macromolecule biosynthetic process

0.00395
27 / 1175

GO:0016070
RNA metabolic process

0.00896
37 / 1872

GO:0018130
heterocycle biosynthetic process

0.04429
31 / 1693

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.00399
27 / 1176

GO:0019222
regulation of metabolic process

0.07890
28 / 1584

GO:0019438
aromatic compound biosynthetic process

0.05032
32 / 1778

GO:0031323
regulation of cellular metabolic process

0.01264
28 / 1346

GO:0031326
regulation of cellular biosynthetic process

0.00508
27 / 1197

GO:0032774
RNA biosynthetic process

0.00878
27 / 1248

GO:0034641
cellular nitrogen compound metabolic process

0.19787
41 / 2674

GO:0034645
cellular macromolecule biosynthetic process

0.57523
30 / 2260

GO:0034654
nucleobase−containing compound biosynthetic process

0.03504
28 / 1466

GO:0043170
macromolecule metabolic process

0.35300
59 / 4170

GO:0044237
cellular metabolic process

0.86351
67 / 5416

GO:0044238
primary metabolic process

0.63796
72 / 5453

GO:0044249
cellular biosynthetic process

0.49740
47 / 3445

GO:0044260
cellular macromolecule metabolic process

0.46390
54 / 3926

GO:0044271
cellular nitrogen compound biosynthetic process

0.09015
29 / 1673

GO:0044699
single−organism process

0.60014
81 / 6073

GO:0044765
single−organism transport

0.90152
16 / 1543

GO:0046483
heterocycle metabolic process

0.10104
43 / 2654

GO:0050789
regulation of biological process

0.08652
44 / 2691

GO:0050794
regulation of cellular process

0.06566
39 / 2293

GO:0051171
regulation of nitrogen compound metabolic process

0.00464
27 / 1189

GO:0051179
localization

0.92249
20 / 1919

GO:0051234
establishment of localization

0.94211
18 / 1805

GO:0051252
regulation of RNA metabolic process

0.00191
27 / 1116

GO:0060255
regulation of macromolecule metabolic process

0.02118
27 / 1341

GO:0065007
biological regulation

0.14659
46 / 2951

GO:0071702
organic substance transport

0.21515
16 / 953

GO:0071704
organic substance metabolic process

0.64855
77 / 5835

GO:0080090
regulation of primary metabolic process

0.02082
27 / 1339

GO:0090304
nucleic acid metabolic process

0.01456
40 / 2127

GO:0097659
nucleic acid−templated transcription

0.00851
27 / 1245

GO:1901360
organic cyclic compound metabolic process

0.11858
46 / 2900

GO:1901362
organic cyclic compound biosynthetic process

0.05467
34 / 1924

GO:1901576
organic substance biosynthetic process

0.57787
48 / 3604

GO:1902578
single−organism localization

0.90831
16 / 1556

GO:1903506
regulation of nucleic acid−templated transcription

0.00165
27 / 1105

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.00395
27 / 1175

GO:2001141
regulation of RNA biosynthetic process

0.00165
27 / 1105


