
GO:0001071
nucleic acid binding transcription factor activity

0.0257
52 / 779

GO:0003674
molecular_function

1.0000
527 / 10348

GO:0003700
sequence−specific DNA binding transcription factor activity

0.0252
52 / 778

GO:0003824
catalytic activity

0.4117
211 / 4086

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.2314
14 / 220

GO:0004672
protein kinase activity

0.5270
29 / 569

GO:0004674
protein serine/threonine kinase activity

0.2014
29 / 483

GO:0004683
calmodulin−dependent protein kinase activity

0.0199
4 / 21

GO:0005488
binding
0.4993

247 / 4840

GO:0005509
calcium ion binding

0.0012
18 / 159

GO:0015925
galactosidase activity

0.0256
3 / 13

GO:0016301
kinase activity

0.4202
37 / 697

GO:0016740
transferase activity

0.6418
77 / 1561

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.4413
42 / 800

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.3466
36 / 657

GO:0016787
hydrolase activity

0.9204
62 / 1418

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.0997
17 / 238

GO:0016799
hydrolase activity, hydrolyzing N−glycosyl compounds

0.0448
3 / 16

GO:0019104
DNA N−glycosylase activity

0.0256
3 / 13

GO:0043167
ion binding

0.4426
137 / 2654

GO:0043169
cation binding

0.3225
73 / 1357

GO:0046872
metal ion binding

0.2329
70 / 1261


