
GO:0003674
molecular_function

1.000000
582 / 10124

GO:0003824
catalytic activity

7.15e−06
287 / 4109

GO:0004364
glutathione transferase activity

1.76e−09
14 / 34

GO:0005488
binding

0.732375
267 / 4762

GO:0016491
oxidoreductase activity

0.000185
69 / 781

GO:0016705
oxidoreductase activity, acting on paired donors, with incor...

0.000160
26 / 209

GO:0016740
transferase activity

0.007596
113 / 1589

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

1.34e−05
15 / 73

GO:0046906
tetrapyrrole binding

0.000128
23 / 172

GO:0097159
organic cyclic compound binding

0.421006
183 / 3138

GO:1901363
heterocyclic compound binding

0.404441
183 / 3130


