
GO:0003674
molecular_function

1.00000
647 / 10806

GO:0003824
catalytic activity

0.01179
295 / 4458

GO:0004364
glutathione transferase activity

4.29e−05
9 / 30

GO:0005488
binding
0.47187

306 / 5088

GO:0008194
UDP−glycosyltransferase activity

0.00504
16 / 131

GO:0016491
oxidoreductase activity

0.00230
72 / 864

GO:0016740
transferase activity

0.23816
109 / 1706

GO:0016757
transferase activity, transferring glycosyl groups

0.04489
26 / 306

GO:0016758
transferase activity, transferring hexosyl groups

0.02551
20 / 209

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.00941
11 / 82

GO:0035251
UDP−glucosyltransferase activity

0.00498
10 / 65

GO:0046527
glucosyltransferase activity

0.01749
10 / 78

GO:0046906
tetrapyrrole binding

0.00329
21 / 184

GO:0097159
organic cyclic compound binding

0.28511
208 / 3358

GO:1901363
heterocyclic compound binding

0.30244
207 / 3351


