
GO:0001510
RNA methylation

3.99e−17
145 / 170

GO:0006139
nucleobase−containing compound metabolic process

0.000903
1441 / 2483

GO:0006725
cellular aromatic compound metabolic process

0.000547
1675 / 2894

GO:0006807
nitrogen compound metabolic process

8.02e−07
1819 / 3088

GO:0008150
biological_process

1.000000
5657 / 10228

GO:0008152
metabolic process

9.12e−13
3826 / 6610

GO:0009451
RNA modification

7.49e−10
200 / 274

GO:0009987
cellular process

8.31e−12
3994 / 6934

GO:0016043
cellular component organization

1.52e−13
1347 / 2165

GO:0016070
RNA metabolic process

0.027550
1058 / 1845

GO:0032259
methylation
2.45e−09
266 / 381

GO:0034641
cellular nitrogen compound metabolic process

1.89e−05
1638 / 2794

GO:0043170
macromolecule metabolic process

2.10e−07
2487 / 4269

GO:0043412
macromolecule modification

4.95e−05
1010 / 1694

GO:0043414
macromolecule methylation

3.72e−09
261 / 374

GO:0044237
cellular metabolic process

1.95e−13
3352 / 5732

GO:0044238
primary metabolic process

2.83e−11
3286 / 5644

GO:0044260
cellular macromolecule metabolic process

4.16e−06
2321 / 3998

GO:0044281
small molecule metabolic process

1.57e−15
1316 / 2091

GO:0044699
single−organism process

3.36e−05
3560 / 6259

GO:0044710
single−organism metabolic process

1.98e−08
2310 / 3933

GO:0046483
heterocycle metabolic process

0.000179
1615 / 2775

GO:0071704
organic substance metabolic process

3.16e−13
3518 / 6038

GO:0071840
cellular component organization or biogenesis

4.76e−15
1502 / 2417

GO:0090304
nucleic acid metabolic process

0.018930
1203 / 2098

GO:1901360
organic cyclic compound metabolic process

1.60e−05
1788 / 3059


