
GO:0001071
nucleic acid binding transcription factor activity

0.000846
489 / 835

GO:0003674
molecular_function

1.000000
4925 / 9232

GO:0003700
sequence−specific DNA binding transcription factor activity

0.000846
489 / 835

GO:0003824
catalytic activity

0.756185
1933 / 3653

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.027983
138 / 231

GO:0004672
protein kinase activity

0.045659
346 / 610

GO:0004674
protein serine/threonine kinase activity

0.053445
299 / 526

GO:0004683
calmodulin−dependent protein kinase activity

0.013026
16 / 20

GO:0005488
binding

0.661513
2229 / 4196

GO:0005509
calcium ion binding

0.028268
80 / 129

GO:0016301
kinase activity

0.157664
378 / 684

GO:0016740
transferase activity

0.481131
777 / 1454

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.363772
410 / 759

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.077007
368 / 656

GO:0016787
hydrolase activity

0.642173
672 / 1270

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.044954
142 / 241

GO:0043167
ion binding
0.622728

1270 / 2392

GO:0043169
cation binding

0.508405
643 / 1205

GO:0046872
metal ion binding

0.504946
585 / 1096


