
GO:0001510
RNA methylation

1.14e−10
130 / 162

GO:0006139
nucleobase−containing compound metabolic process

0.030238
1518 / 2615

GO:0006461
protein complex assembly

0.000630
321 / 506

GO:0006725
cellular aromatic compound metabolic process

0.037605
1756 / 3037

GO:0006807
nitrogen compound metabolic process

0.032331
1848 / 3196

GO:0006950
response to stress

3.82e−06
1444 / 2388

GO:0008150
biological_process

1.000000
6198 / 10981

GO:0008152
metabolic process

3.91e−05
3968 / 6853

GO:0009056
catabolic process

1.86e−11
866 / 1336

GO:0009451
RNA modification

1.83e−05
185 / 269

GO:0009987
cellular process

0.001449
4157 / 7234

GO:0010033
response to organic substance

0.000301
993 / 1646

GO:0016043
cellular component organization

0.000145
1277 / 2130

GO:0016070
RNA metabolic process

0.004536
1177 / 1992

GO:0022607
cellular component assembly

0.000369
399 / 634

GO:0032259
methylation
0.000276
239 / 366

GO:0034622
cellular macromolecular complex assembly

0.000197
316 / 492

GO:0034641
cellular nitrogen compound metabolic process

0.018924
1690 / 2909

GO:0035966
response to topologically incorrect protein

1.94e−05
193 / 282

GO:0042221
response to chemical

9.15e−08
1401 / 2287

GO:0043170
macromolecule metabolic process

0.000481
2610 / 4474

GO:0043248
proteasome assembly

4.13e−09
122 / 155

GO:0043412
macromolecule modification

0.002960
1067 / 1796

GO:0043414
macromolecule methylation

0.000816
232 / 359

GO:0043623
cellular protein complex assembly

0.001364
275 / 433

GO:0043933
macromolecular complex subunit organization

0.001218
521 / 848

GO:0044085
cellular component biogenesis

1.20e−05
620 / 987

GO:0044237
cellular metabolic process

6.39e−07
3491 / 5962

GO:0044238
primary metabolic process

7.74e−05
3365 / 5787

GO:0044260
cellular macromolecule metabolic process

0.001058
2464 / 4227

GO:0044699
single−organism process

0.007149
3688 / 6422

GO:0044710
single−organism metabolic process

0.002493
2267 / 3892

GO:0044712
single−organism catabolic process

4.86e−09
567 / 863

GO:0046483
heterocycle metabolic process

0.035397
1677 / 2897

GO:0050896
response to stimulus

3.11e−06
2282 / 3844

GO:0051788
response to misfolded protein

4.13e−09
122 / 155

GO:0065003
macromolecular complex assembly

0.000447
334 / 526

GO:0070271
protein complex biogenesis

0.000923
321 / 508

GO:0071704
organic substance metabolic process

4.36e−05
3614 / 6223

GO:0071822
protein complex subunit organization

0.000131
352 / 550

GO:0071840
cellular component organization or biogenesis

1.09e−05
1431 / 2374

GO:0090304
nucleic acid metabolic process

0.021873
1315 / 2254

GO:1901360
organic cyclic compound metabolic process

0.049598
1824 / 3162


