
GO:0006139
nucleobase−containing compound metabolic process

0.634088
850 / 1677

GO:0006351
transcription, DNA−templated

0.007374
576 / 1055

GO:0006355
regulation of transcription, DNA−templated

0.001231
550 / 989

GO:0006725
cellular aromatic compound metabolic process

0.664966
997 / 1969

GO:0006807
nitrogen compound metabolic process

0.956054
974 / 1973

GO:0007275
multicellular organismal development

0.258578
705 / 1359

GO:0008150
biological_process

1.000000
4475 / 8769

GO:0008152
metabolic process

0.876871
2422 / 4798

GO:0009058
biosynthetic process

0.640536
1339 / 2638

GO:0009059
macromolecule biosynthetic process

0.037129
899 / 1696

GO:0009888
tissue development

0.140793
296 / 555

GO:0009889
regulation of biosynthetic process

0.002823
610 / 1110

GO:0009987
cellular process

0.993831
2510 / 5031

GO:0010073
meristem maintenance

0.000466
79 / 119

GO:0010467
gene expression

0.078570
689 / 1303

GO:0010468
regulation of gene expression

0.008446
591 / 1085

GO:0010556
regulation of macromolecule biosynthetic process

0.001204
575 / 1036

GO:0016070
RNA metabolic process

0.240065
688 / 1324

GO:0018130
heterocycle biosynthetic process

0.083961
662 / 1252

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.001387
577 / 1041

GO:0019222
regulation of metabolic process

0.012869
749 / 1392

GO:0019438
aromatic compound biosynthetic process

0.015969
734 / 1366

GO:0031323
regulation of cellular metabolic process

0.001654
658 / 1196

GO:0031326
regulation of cellular biosynthetic process

0.001694
584 / 1056

GO:0032501
multicellular organismal process

0.156079
808 / 1547

GO:0032502
developmental process

0.096440
855 / 1628

GO:0032774
RNA biosynthetic process

0.007442
577 / 1057

GO:0034641
cellular nitrogen compound metabolic process

0.812944
919 / 1833

GO:0034645
cellular macromolecule biosynthetic process

0.030017
879 / 1654

GO:0034654
nucleobase−containing compound biosynthetic process

0.026237
606 / 1127

GO:0043170
macromolecule metabolic process

0.794682
1531 / 3035

GO:0044237
cellular metabolic process

0.969773
1915 / 3837

GO:0044238
primary metabolic process

0.994749
1947 / 3931

GO:0044249
cellular biosynthetic process

0.376405
1239 / 2414

GO:0044260
cellular macromolecule metabolic process

0.776670
1425 / 2824

GO:0044271
cellular nitrogen compound biosynthetic process

0.044221
659 / 1236

GO:0044699
single−organism process

0.999681
2284 / 4631

GO:0044707
single−multicellular organism process

0.255550
718 / 1384

GO:0044767
single−organism developmental process

0.150357
828 / 1585

GO:0046483
heterocycle metabolic process

0.797655
916 / 1825

GO:0048507
meristem development

0.005127
121 / 201

GO:0048513
organ development

0.092039
410 / 768

GO:0048731
system development

0.299040
550 / 1061

GO:0048856
anatomical structure development

0.060036
797 / 1507

GO:0050789
regulation of biological process

0.154577
1169 / 2249

GO:0050794
regulation of cellular process

0.140570
1031 / 1978

GO:0051171
regulation of nitrogen compound metabolic process

0.001086
585 / 1054

GO:0051252
regulation of RNA metabolic process

0.001385
550 / 990

GO:0060255
regulation of macromolecule metabolic process

0.014127
633 / 1171

GO:0065007
biological regulation

0.340122
1262 / 2455

GO:0071704
organic substance metabolic process

0.994146
2116 / 4261

GO:0080090
regulation of primary metabolic process

0.010840
643 / 1187

GO:0090304
nucleic acid metabolic process

0.397513
790 / 1538

GO:0097659
nucleic acid−templated transcription

0.007374
576 / 1055

GO:1901360
organic cyclic compound metabolic process

0.681051
1047 / 2069

GO:1901362
organic cyclic compound biosynthetic process

0.050534
784 / 1479

GO:1901576
organic substance biosynthetic process

0.585342
1311 / 2577

GO:1903506
regulation of nucleic acid−templated transcription

0.001231
550 / 989

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.001204
575 / 1036

GO:2001141
regulation of RNA biosynthetic process

0.001231
550 / 989


