
GO:0006139
nucleobase−containing compound metabolic process

0.470667
854 / 1676

GO:0006351
transcription, DNA−templated

0.002767
577 / 1051

GO:0006355
regulation of transcription, DNA−templated

0.001235
546 / 985

GO:0006725
cellular aromatic compound metabolic process

0.601816
991 / 1958

GO:0006807
nitrogen compound metabolic process

0.935442
972 / 1969

GO:0007275
multicellular organismal development

0.617188
692 / 1370

GO:0008150
biological_process

1.000000
4428 / 8709

GO:0008152
metabolic process

0.856471
2399 / 4766

GO:0009058
biosynthetic process

0.795643
1320 / 2630

GO:0009059
macromolecule biosynthetic process

0.064123
894 / 1702

GO:0009888
tissue development

0.223304
296 / 564

GO:0009889
regulation of biosynthetic process

0.004751
601 / 1102

GO:0009987
cellular process

0.996362
2491 / 5020

GO:0010073
meristem maintenance

0.000957
80 / 123

GO:0010467
gene expression

0.020250
695 / 1299

GO:0010468
regulation of gene expression

0.003918
591 / 1081

GO:0010556
regulation of macromolecule biosynthetic process

0.001330
571 / 1033

GO:0016070
RNA metabolic process

0.106376
693 / 1321

GO:0018130
heterocycle biosynthetic process

0.063557
661 / 1250

GO:0019219
regulation of nucleobase−containing compound metabolic proce...

0.002135
573 / 1041

GO:0019222
regulation of metabolic process

0.016537
740 / 1383

GO:0019438
aromatic compound biosynthetic process

0.010649
732 / 1362

GO:0031323
regulation of cellular metabolic process

0.002776
651 / 1192

GO:0031326
regulation of cellular biosynthetic process

0.001479
580 / 1051

GO:0032501
multicellular organismal process

0.415800
799 / 1563

GO:0032502
developmental process

0.172547
849 / 1635

GO:0032774
RNA biosynthetic process

0.002796
578 / 1053

GO:0034641
cellular nitrogen compound metabolic process

0.768608
918 / 1832

GO:0034645
cellular macromolecule biosynthetic process

0.070477
872 / 1661

GO:0034654
nucleobase−containing compound biosynthetic process

0.007577
611 / 1126

GO:0043170
macromolecule metabolic process

0.616160
1534 / 3029

GO:0044237
cellular metabolic process

0.960827
1903 / 3822

GO:0044238
primary metabolic process

0.977523
1944 / 3914

GO:0044249
cellular biosynthetic process

0.554430
1224 / 2412

GO:0044260
cellular macromolecule metabolic process

0.736886
1423 / 2825

GO:0044271
cellular nitrogen compound biosynthetic process

0.024535
662 / 1238

GO:0044699
single−organism process

0.999567
2275 / 4626

GO:0044707
single−multicellular organism process

0.576059
707 / 1396

GO:0044767
single−organism developmental process

0.269360
820 / 1590

GO:0046483
heterocycle metabolic process

0.783141
910 / 1818

GO:0048507
meristem development

0.007463
123 / 207

GO:0048513
organ development

0.353561
398 / 772

GO:0048731
system development

0.774241
533 / 1070

GO:0048856
anatomical structure development

0.158442
789 / 1516

GO:0050789
regulation of biological process

0.319695
1151 / 2244

GO:0050794
regulation of cellular process

0.298476
1015 / 1975

GO:0051171
regulation of nitrogen compound metabolic process

0.002825
579 / 1055

GO:0051252
regulation of RNA metabolic process

0.001389
546 / 986

GO:0060255
regulation of macromolecule metabolic process

0.008221
633 / 1169

GO:0065007
biological regulation

0.579228
1243 / 2452

GO:0071704
organic substance metabolic process

0.959517
2110 / 4229

GO:0080090
regulation of primary metabolic process

0.016524
635 / 1181

GO:0090304
nucleic acid metabolic process

0.316462
792 / 1540

GO:0097659
nucleic acid−templated transcription

0.002767
577 / 1051

GO:1901360
organic cyclic compound metabolic process

0.616161
1040 / 2056

GO:1901362
organic cyclic compound biosynthetic process

0.029230
782 / 1472

GO:1901576
organic substance biosynthetic process

0.716642
1295 / 2570

GO:1903506
regulation of nucleic acid−templated transcription

0.001235
546 / 985

GO:2000112
regulation of cellular macromolecule biosynthetic process

0.001330
571 / 1033

GO:2001141
regulation of RNA biosynthetic process

0.001235
546 / 985


