
GO:0000166

nucleotide binding

8.47e−06
266 / 1586

GO:0001882

nucleoside binding

9.33e−05

194 / 1142

GO:0001883

purine nucleoside binding

0.000102
193 / 1137

GO:0003674

molecular_function

1.000000

1118 / 8372

GO:0003824

catalytic activity

4.41e−16

602 / 3572

GO:0005488

binding

0.000182

604 / 4104

GO:0005524

ATP binding

6.26e−07

175 / 936

GO:0016740

transferase activity

2.09e−08
253 / 1398

GO:0017076

purine nucleotide binding

0.000126

193 / 1141

GO:0030554

adenyl nucleotide binding

3.87e−06

186 / 1034

GO:0032549

ribonucleoside binding

9.33e−05
194 / 1142

GO:0032550

purine ribonucleoside binding

0.000102

193 / 1137

GO:0032553

ribonucleotide binding

0.000105

195 / 1151

GO:0032555

purine ribonucleotide binding

0.000102

193 / 1137

GO:0032559

adenyl ribonucleotide binding

3.40e−06

186 / 1032

GO:0035639

purine ribonucleoside triphosphate binding

3.21e−05
182 / 1042

GO:0036094

small molecule binding

1.19e−05
271 / 1627

GO:0043167

ion binding

3.85e−05
373 / 2369

GO:0043168

anion binding

3.38e−07

242 / 1367

GO:0048037

cofactor binding

4.54e−08
64 / 245

GO:0097159

organic cyclic compound binding

0.001015
414 / 2756

GO:0097367

carbohydrate derivative binding

3.73e−05
201 / 1172

GO:1901265

nucleoside phosphate binding

8.47e−06

266 / 1586

GO:1901363

heterocyclic compound binding

0.000764
414 / 2747


