
GO:0006139
nucleobase−containing compound metabolic process

< 1e−20
797 / 2533

GO:0006259
DNA metabolic process

< 1e−20
297 / 633

GO:0006725
cellular aromatic compound metabolic process

< 1e−20
846 / 2793

GO:0006807
nitrogen compound metabolic process

< 1e−20
862 / 2844

GO:0006996
organelle organization

< 1e−20
457 / 1264

GO:0008150
biological_process

1
2326 / 10408

GO:0008152
metabolic process

5.81e−13
1480 / 5955

GO:0009987
cellular process

1.64e−15
1601 / 6441

GO:0010467
gene expression

< 1e−20
609 / 1981

GO:0010468
regulation of gene expression

< 1e−20
485 / 1382

GO:0016043
cellular component organization

1.66e−16
573 / 1942

GO:0019222
regulation of metabolic process

< 1e−20
562 / 1657

GO:0034641
cellular nitrogen compound metabolic process

< 1e−20
825 / 2691

GO:0040029
regulation of gene expression, epigenetic

< 1e−20
201 / 385

GO:0043170
macromolecule metabolic process

< 1e−20
1179 / 4259

GO:0044237
cellular metabolic process

< 1e−20
1345 / 5129

GO:0044238
primary metabolic process

< 1e−20
1348 / 5139

GO:0044260
cellular macromolecule metabolic process

< 1e−20
1141 / 4038

GO:0044699
single−organism process

4.00e−09
1377 / 5614

GO:0044763
single−organism cellular process

9.81e−09
1093 / 4360

GO:0046483
heterocycle metabolic process

< 1e−20
827 / 2683

GO:0050789
regulation of biological process

< 1e−20
850 / 2811

GO:0051276
chromosome organization

< 1e−20
323 / 672

GO:0060255
regulation of macromolecule metabolic process

< 1e−20
531 / 1498

GO:0065007
biological regulation

< 1e−20
894 / 2982

GO:0071704
organic substance metabolic process

6.49e−18
1399 / 5449

GO:0071840
cellular component organization or biogenesis

1.82e−12
599 / 2134

GO:0090304
nucleic acid metabolic process

< 1e−20
766 / 2335

GO:1901360
organic cyclic compound metabolic process

< 1e−20
856 / 2869

GO:1902589
single−organism organelle organization

< 1e−20
350 / 831


