
GO:0001071
nucleic acid binding transcription factor activity

0.0447
25 / 564

GO:0003674
molecular_function

1.0000
237 / 7624

GO:0003824
catalytic activity

0.3450
102 / 3170

GO:0004180
carboxypeptidase activity

0.0123
3 / 16

GO:0004721
phosphoprotein phosphatase activity

0.0909
5 / 77

GO:0004722
protein serine/threonine phosphatase activity

0.0380
5 / 60

GO:0004857
enzyme inhibitor activity

0.3204
3 / 64

GO:0005215
transporter activity

0.3702
16 / 464

GO:0008233
peptidase activity

0.3059
8 / 205

GO:0008238
exopeptidase activity

0.0599
3 / 29

GO:0008324
cation transmembrane transporter activity

0.3680
6 / 158

GO:0015075
ion transmembrane transporter activity

0.3566
9 / 246

GO:0015077
monovalent inorganic cation transmembrane transporter activi...

0.2372
4 / 80

GO:0015079
potassium ion transmembrane transporter activity

0.0295
3 / 22

GO:0016787
hydrolase activity

0.1604
41 / 1131

GO:0016788
hydrolase activity, acting on ester bonds

0.1353
15 / 353

GO:0016791
phosphatase activity

0.2807
5 / 114

GO:0022857
transmembrane transporter activity

0.2357
14 / 362

GO:0022890
inorganic cation transmembrane transporter activity

0.4059
4 / 104

GO:0022891
substrate−specific transmembrane transporter activity

0.2135
12 / 297

GO:0022892
substrate−specific transporter activity

0.2593
13 / 340

GO:0030234
enzyme regulator activity

0.3776
4 / 100

GO:0042578
phosphoric ester hydrolase activity

0.2586
6 / 138

GO:0046873
metal ion transmembrane transporter activity

0.1373
4 / 64

GO:0046910
pectinesterase inhibitor activity

0.0332
3 / 23

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.2741
8 / 198

GO:0098772
molecular function regulator

0.2747
5 / 113


