
GO:0001871
pattern binding

2.66e−05
6 / 13

GO:0003674
molecular_function

1.000000
481 / 9085

GO:0003824
catalytic activity

0.000344
236 / 3770

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.000123
22 / 174

GO:0005488
binding

0.459922
227 / 4258

GO:0016787
hydrolase activity

0.000125
100 / 1334

GO:0016788
hydrolase activity, acting on ester bonds

0.343782
22 / 376

GO:0016791
phosphatase activity

0.143953
9 / 113

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.000256
22 / 183

GO:0019203
carbohydrate phosphatase activity

0.000237
5 / 12

GO:0030246
carbohydrate binding

0.080034
8 / 85

GO:0030247
polysaccharide binding

2.66e−05
6 / 13

GO:0042578
phosphoric ester hydrolase activity

0.067229
12 / 140


