
GO:0000166
nucleotide binding

0.020964
44 / 1939

GO:0001882
nucleoside binding

0.000751
39 / 1380

GO:0001883
purine nucleoside binding

0.000710
39 / 1376

GO:0003674
molecular_function

1.000000
195 / 11573

GO:0003824
catalytic activity

0.412276
83 / 4808

GO:0004672
protein kinase activity

0.009336
19 / 626

GO:0004674
protein serine/threonine kinase activity

0.008798
17 / 534

GO:0004683
calmodulin−dependent protein kinase activity

0.000638
4 / 24

GO:0005488
binding

0.127411
99 / 5379

GO:0005524
ATP binding

0.000250
35 / 1124

GO:0016301
kinase activity

0.011004
22 / 774

GO:0016740
transferase activity

0.006587
45 / 1862

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.009647
25 / 905

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.019163
20 / 721

GO:0017076
purine nucleotide binding

0.000773
39 / 1382

GO:0030554
adenyl nucleotide binding

0.000638
36 / 1228

GO:0032549
ribonucleoside binding

0.000741
39 / 1379

GO:0032550
purine ribonucleoside binding

0.000710
39 / 1376

GO:0032553
ribonucleotide binding

0.000900
39 / 1393

GO:0032555
purine ribonucleotide binding

0.000720
39 / 1377

GO:0032559
adenyl ribonucleotide binding

0.000610
36 / 1225

GO:0035639
purine ribonucleoside triphosphate binding

0.000332
38 / 1278

GO:0036094
small molecule binding

0.032253
44 / 1994

GO:0043167
ion binding
0.026931
62 / 2948

GO:0043168
anion binding

0.003610
42 / 1652

GO:0097159
organic cyclic compound binding

0.177235
64 / 3422

GO:0097367
carbohydrate derivative binding

0.001165
39 / 1412

GO:1901265
nucleoside phosphate binding

0.020964
44 / 1939

GO:1901363
heterocyclic compound binding

0.171683
64 / 3414


