
GO:0003674
molecular_function

1.000000
190 / 7978

GO:0003824
catalytic activity

0.769465
80 / 3548

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.054340
8 / 173

GO:0005488
binding

0.812198
83 / 3717

GO:0005543
phospholipid binding

0.065013
3 / 39

GO:0008289
lipid binding
0.000706

8 / 82

GO:0016168
chlorophyll binding

6.44e−05
5 / 19

GO:0016740
transferase activity

0.741978
29 / 1338

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.677601
14 / 643

GO:0016779
nucleotidyltransferase activity

0.095775
4 / 73

GO:0016787
hydrolase activity

0.246805
33 / 1226

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.067170
8 / 181

GO:0043167
ion binding
0.987014
36 / 2031

GO:0043168
anion binding

0.895273
22 / 1152

GO:0046906
tetrapyrrole binding

0.076633
7 / 155

GO:0070566
adenylyltransferase activity

0.002496
3 / 12

GO:0097159
organic cyclic compound binding

0.891191
51 / 2444

GO:1901363
heterocyclic compound binding

0.915907
50 / 2439


