
GO:0000975
regulatory region DNA binding

0.007773
10 / 24

GO:0000976
transcription regulatory region sequence−specific DNA bindin...

0.000882
9 / 16

GO:0001067
regulatory region nucleic acid binding

0.007773
10 / 24

GO:0003674
molecular_function

1.000000
1953 / 10441

GO:0003676
nucleic acid binding

0.999331
218 / 1391

GO:0003677
DNA binding

0.874493
162 / 933

GO:0005215
transporter activity

0.011976
146 / 659

GO:0005488
binding

0.816497
895 / 4878

GO:0005515
protein binding

0.089477
267 / 1329

GO:0005516
calmodulin binding

0.000241
36 / 109

GO:0015267
channel activity

0.002097
22 / 64

GO:0022803
passive transmembrane transporter activity

0.002097
22 / 64

GO:0022838
substrate−specific channel activity

0.002097
22 / 64

GO:0022857
transmembrane transporter activity

0.014529
116 / 515

GO:0022891
substrate−specific transmembrane transporter activity

0.037867
96 / 434

GO:0022892
substrate−specific transporter activity

0.027389
110 / 497

GO:0043565
sequence−specific DNA binding

0.007697
54 / 211

GO:0044212
transcription regulatory region DNA binding

0.007773
10 / 24

GO:0097159
organic cyclic compound binding

0.975873
537 / 3059

GO:1901363
heterocyclic compound binding

0.972464
536 / 3048


