
GO:0003674
molecular_function

1.0000
398 / 9232

GO:0003824
catalytic activity

0.3353
167 / 3768

GO:0005488
binding
0.2373

194 / 4327

GO:0016462
pyrophosphatase activity

0.0265
25 / 385

GO:0016491
oxidoreductase activity

0.4014
34 / 749

GO:0016787
hydrolase activity

0.0881
63 / 1239

GO:0016788
hydrolase activity, acting on ester bonds

0.6233
14 / 343

GO:0016817
hydrolase activity, acting on acid anhydrides

0.0346
25 / 395

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.0303
25 / 390

GO:0016874
ligase activity

0.4691
6 / 127

GO:0016879
ligase activity, forming carbon−nitrogen bonds

0.1281
5 / 62

GO:0016881
acid−amino acid ligase activity

0.0127
5 / 33

GO:0030170
pyridoxal phosphate binding

0.0250
5 / 39

GO:0042578
phosphoric ester hydrolase activity

0.0237
12 / 146

GO:0043167
ion binding

0.6530
99 / 2364

GO:0043168
anion binding

0.8238
51 / 1319

GO:0048037
cofactor binding

0.1549
13 / 220

GO:0051213
dioxygenase activity

0.0247
7 / 67

GO:0097159
organic cyclic compound binding

0.8398
112 / 2793

GO:1901363
heterocyclic compound binding

0.8585
111 / 2786


