
GO:0001071
nucleic acid binding transcription factor activity

0.000952
402 / 565

GO:0003674
molecular_function

1.000000
3814 / 5848

GO:0003676
nucleic acid binding

0.253318
589 / 889

GO:0003677
DNA binding

0.009191
417 / 599

GO:0003700
sequence−specific DNA binding transcription factor activity

0.000952
402 / 565

GO:0003824
catalytic activity

0.233860
1471 / 2235

GO:0004672
protein kinase activity

0.273113
263 / 394

GO:0004674
protein serine/threonine kinase activity

0.279673
220 / 329

GO:0004702
receptor signaling protein serine/threonine kinase activity

0.063605
13 / 15

GO:0004707
MAP kinase activity

0.009035
11 / 11

GO:0004871
signal transducer activity

0.160465
65 / 92

GO:0005057
receptor signaling protein activity

0.068655
26 / 33

GO:0005488
binding

0.045074
1894 / 2856

GO:0016301
kinase activity

0.194519
305 / 454

GO:0016740
transferase activity

0.074294
685 / 1019

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.414218
338 / 514

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.216892
295 / 440

GO:0019208
phosphatase regulator activity

0.009035
11 / 11

GO:0030234
enzyme regulator activity

0.417557
49 / 73

GO:0060089
molecular transducer activity

0.149401
74 / 105

GO:0097159
organic cyclic compound binding

0.118921
1191 / 1795

GO:0098772
molecular function regulator

0.626283
52 / 81

GO:1901363
heterocyclic compound binding

0.111707
1189 / 1791


