
GO:0006081
cellular aldehyde metabolic process

9.34e−11
58 / 347

GO:0006082
organic acid metabolic process

2.88e−09
119 / 1036

GO:0006090
pyruvate metabolic process

4.88e−11
51 / 279

GO:0006629
lipid metabolic process

2.16e−05
96 / 939

GO:0006644
phospholipid metabolic process

1.54e−10
60 / 370

GO:0006720
isoprenoid metabolic process

2.02e−10
59 / 363

GO:0006793
phosphorus metabolic process

4.22e−06
144 / 1497

GO:0006796
phosphate−containing compound metabolic process

6.49e−06
139 / 1445

GO:0006996
organelle organization

0.000618
115 / 1273

GO:0008150
biological_process

1.000000
725 / 10691

GO:0008152
metabolic process

0.002010
456 / 6175

GO:0008299
isoprenoid biosynthetic process

3.97e−11
59 / 349

GO:0008610
lipid biosynthetic process

7.05e−07
81 / 694

GO:0008654
phospholipid biosynthetic process

1.24e−10
56 / 331

GO:0009058
biosynthetic process

0.000839
286 / 3634

GO:0009240
isopentenyl diphosphate biosynthetic process

1.20e−14
49 / 212

GO:0009657
plastid organization

1.05e−16
72 / 369

GO:0009658
chloroplast organization

2.42e−15
51 / 219

GO:0009668
plastid membrane organization

4.10e−15
47 / 192

GO:0009987
cellular process

0.001475
480 / 6519

GO:0010027
thylakoid membrane organization

4.10e−15
47 / 192

GO:0016043
cellular component organization

0.028950
150 / 1922

GO:0019288
isopentenyl diphosphate biosynthetic process, methylerythrit...

8.04e−15
49 / 210

GO:0019637
organophosphate metabolic process

1.09e−05
75 / 674

GO:0019682
glyceraldehyde−3−phosphate metabolic process

1.59e−11
54 / 297

GO:0019752
carboxylic acid metabolic process

2.49e−09
114 / 976

GO:0032787
monocarboxylic acid metabolic process

3.41e−07
75 / 615

GO:0043436
oxoacid metabolic process

2.88e−09
119 / 1036

GO:0044237
cellular metabolic process

0.000235
396 / 5162

GO:0044238
primary metabolic process

0.000324
399 / 5223

GO:0044249
cellular biosynthetic process

0.000575
267 / 3345

GO:0044255
cellular lipid metabolic process

7.20e−07
85 / 740

GO:0044281
small molecule metabolic process

7.46e−06
142 / 1487

GO:0044699
single−organism process

0.058005
418 / 5857

GO:0044710
single−organism metabolic process

0.016841
252 / 3329

GO:0044711
single−organism biosynthetic process

1.80e−05
167 / 1837

GO:0044763
single−organism cellular process

0.007898
339 / 4533

GO:0044802
single−organism membrane organization

4.57e−12
54 / 288

GO:0046490
isopentenyl diphosphate metabolic process

1.20e−14
49 / 212

GO:0061024
membrane organization

1.21e−11
54 / 295

GO:0071704
organic substance metabolic process

0.000253
422 / 5551

GO:0071840
cellular component organization or biogenesis

0.019846
168 / 2150

GO:0090407
organophosphate biosynthetic process

3.23e−06
63 / 517

GO:1901135
carbohydrate derivative metabolic process

0.000183
67 / 637

GO:1901576
organic substance biosynthetic process

0.000750
281 / 3557


