
GO:0006139
nucleobase−containing compound metabolic process

7.71e−08
216 / 1899

GO:0006364
rRNA processing

2.41e−09
44 / 203

GO:0006725
cellular aromatic compound metabolic process

5.16e−08
242 / 2174

GO:0006807
nitrogen compound metabolic process

9.71e−08
247 / 2244

GO:0008150
biological_process

1.000000
631 / 7532

GO:0008152
metabolic process

2.48e−05
438 / 4664

GO:0009719
response to endogenous stimulus

9.47e−07
99 / 742

GO:0009725
response to hormone

7.53e−06
85 / 640

GO:0009733
response to auxin

1.82e−09
41 / 180

GO:0009987
cellular process

0.000107
453 / 4902

GO:0010033
response to organic substance

3.10e−06
132 / 1092

GO:0016070
RNA metabolic process

1.29e−08
181 / 1491

GO:0016072
rRNA metabolic process

2.83e−09
44 / 204

GO:0022613
ribonucleoprotein complex biogenesis

6.67e−09
52 / 270

GO:0034470
ncRNA processing

5.37e−10
49 / 230

GO:0034641
cellular nitrogen compound metabolic process

1.88e−07
230 / 2072

GO:0034660
ncRNA metabolic process

3.28e−09
55 / 288

GO:0042221
response to chemical

0.002128
153 / 1487

GO:0042254
ribosome biogenesis

8.44e−09
51 / 264

GO:0043170
macromolecule metabolic process

0.000105
305 / 3108

GO:0044085
cellular component biogenesis

0.002106
82 / 722

GO:0044237
cellular metabolic process

4.45e−05
383 / 4007

GO:0044238
primary metabolic process

4.83e−05
375 / 3913

GO:0044260
cellular macromolecule metabolic process

0.000161
288 / 2925

GO:0046483
heterocycle metabolic process

4.47e−08
232 / 2061

GO:0050896
response to stimulus

0.033012
230 / 2490

GO:0071704
organic substance metabolic process

5.35e−05
398 / 4196

GO:0071840
cellular component organization or biogenesis

6.18e−05
180 / 1673

GO:0090304
nucleic acid metabolic process

3.08e−06
186 / 1660

GO:1901360
organic cyclic compound metabolic process

2.75e−08
250 / 2248


