
GO:0006139
nucleobase−containing compound metabolic process

0.41812
48 / 1962

GO:0006351
transcription, DNA−templated

0.29570
28 / 1062

GO:0006354
DNA−templated transcription, elongation

0.02049
6 / 91

GO:0006464
cellular protein modification process

0.40438
28 / 1120

GO:0006629
lipid metabolic process

0.79762
14 / 710

GO:0006643
membrane lipid metabolic process

0.12049
4 / 80

GO:0006665
sphingolipid metabolic process

0.02266
3 / 26

GO:0006725
cellular aromatic compound metabolic process

0.65261
52 / 2287

GO:0006807
nitrogen compound metabolic process

0.61379
54 / 2345

GO:0007275
multicellular organismal development

0.39958
38 / 1533

GO:0008150
biological_process

1.00000
215 / 9100

GO:0008152
metabolic process

0.76185
121 / 5315

GO:0008283
cell proliferation

0.26213
4 / 110

GO:0009058
biosynthetic process

0.89353
66 / 3134

GO:0009059
macromolecule biosynthetic process

0.76766
42 / 1942

GO:0009888
tissue development

0.13978
17 / 541

GO:0009987
cellular process

0.78380
127 / 5588

GO:0010467
gene expression

0.44921
39 / 1604

GO:0016070
RNA metabolic process

0.32331
39 / 1528

GO:0016925
protein sumoylation

0.02656
2 / 11

GO:0018130
heterocycle biosynthetic process

0.54815
33 / 1407

GO:0018193
peptidyl−amino acid modification

0.72225
4 / 206

GO:0018205
peptidyl−lysine modification

0.58326
4 / 172

GO:0019438
aromatic compound biosynthetic process

0.57893
35 / 1510

GO:0019538
protein metabolic process

0.21772
51 / 1943

GO:0032446
protein modification by small protein conjugation

0.49000
3 / 111

GO:0032501
multicellular organismal process

0.48802
40 / 1669

GO:0032502
developmental process

0.52688
42 / 1777

GO:0032774
RNA biosynthetic process

0.29748
28 / 1063

GO:0034641
cellular nitrogen compound metabolic process

0.69514
48 / 2146

GO:0034645
cellular macromolecule biosynthetic process

0.73125
42 / 1913

GO:0034654
nucleobase−containing compound biosynthetic process

0.38489
31 / 1234

GO:0036211
protein modification process

0.40438
28 / 1120

GO:0042127
regulation of cell proliferation

0.01193
4 / 38

GO:0043170
macromolecule metabolic process

0.22551
86 / 3396

GO:0043412
macromolecule modification

0.38518
33 / 1317

GO:0044237
cellular metabolic process

0.66279
102 / 4425

GO:0044238
primary metabolic process

0.44742
106 / 4425

GO:0044249
cellular biosynthetic process

0.84432
62 / 2892

GO:0044255
cellular lipid metabolic process

0.76101
11 / 551

GO:0044260
cellular macromolecule metabolic process

0.26565
80 / 3183

GO:0044267
cellular protein metabolic process

0.29784
45 / 1758

GO:0044271
cellular nitrogen compound biosynthetic process

0.49403
33 / 1377

GO:0044699
single−organism process

0.92507
108 / 4990

GO:0044707
single−multicellular organism process

0.42170
38 / 1546

GO:0044710
single−organism metabolic process

0.99679
50 / 2852

GO:0044763
single−organism cellular process

0.99929
68 / 3809

GO:0044767
single−organism developmental process

0.46093
42 / 1737

GO:0046483
heterocycle metabolic process

0.71097
48 / 2158

GO:0048507
meristem development

0.13683
8 / 215

GO:0048509
regulation of meristem development

0.00839
7 / 98

GO:0048513
organ development

0.32783
21 / 795

GO:0048731
system development

0.52334
28 / 1181

GO:0048856
anatomical structure development

0.67765
36 / 1614

GO:0050789
regulation of biological process

0.29548
58 / 2293

GO:0050793
regulation of developmental process

0.07687
14 / 389

GO:0050794
regulation of cellular process

0.55582
46 / 1965

GO:0051239
regulation of multicellular organismal process

0.04810
13 / 329

GO:0065007
biological regulation

0.53773
59 / 2505

GO:0070647
protein modification by small protein conjugation or removal

0.32268
5 / 159

GO:0071704
organic substance metabolic process

0.64214
110 / 4746

GO:0090304
nucleic acid metabolic process

0.37025
43 / 1723

GO:0097659
nucleic acid−templated transcription

0.29570
28 / 1062

GO:1901360
organic cyclic compound metabolic process

0.77953
52 / 2389

GO:1901362
organic cyclic compound biosynthetic process

0.61920
37 / 1620

GO:1901564
organonitrogen compound metabolic process

0.73241
17 / 810

GO:1901576
organic substance biosynthetic process

0.86068
65 / 3043

GO:2000026
regulation of multicellular organismal development

0.03674
13 / 316


