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catalytic activity
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binding
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GO:0016491
oxidoreductase activity
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51 / 747

GO:0016627
oxidoreductase activity, acting on the CH−CH group of donors
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oxidoreductase activity, acting on the CH−CH group of donors...
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GO:0016740
transferase activity
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GO:0016757
transferase activity, transferring glycosyl groups
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carbohydrate binding
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polysaccharide binding
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