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nucleic acid binding
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171 / 1568

GO:0003824
catalytic activity

0.999315
296 / 3835
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binding
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441 / 4704

GO:0005515
protein binding

3.59e−06
158 / 1273

GO:0016740
transferase activity

0.950668
109 / 1406

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.987139
43 / 650

GO:0016776
phosphotransferase activity, phosphate group as acceptor

0.001763
6 / 16

GO:0016874
ligase activity

0.026148
16 / 107

GO:0016879
ligase activity, forming carbon−nitrogen bonds

0.000630
15 / 67

GO:0016881
acid−amino acid ligase activity

0.000155
12 / 41

GO:0097159
organic cyclic compound binding

0.504114
265 / 2984

GO:1901363
heterocyclic compound binding

0.487990
265 / 2978


