
GO:0003674
molecular_function

1.000000
918 / 8389

GO:0003824
catalytic activity

0.208260
428 / 3801

GO:0004553
hydrolase activity, hydrolyzing O−glycosyl compounds

0.052976
30 / 203

GO:0004565
beta−galactosidase activity

0.000241
6 / 10

GO:0004672
protein kinase activity

0.003081
79 / 536

GO:0004674
protein serine/threonine kinase activity

0.007367
67 / 458

GO:0004683
calmodulin−dependent protein kinase activity

0.000115
8 / 16

GO:0005215
transporter activity

0.372501
64 / 560

GO:0005351
sugar:proton symporter activity

0.000434
14 / 48

GO:0005402
cation:sugar symporter activity

0.000434
14 / 48

GO:0005488
binding

0.018225
490 / 4200

GO:0008324
cation transmembrane transporter activity

0.003792
35 / 202

GO:0015075
ion transmembrane transporter activity

0.021991
45 / 305

GO:0015144
carbohydrate transmembrane transporter activity

0.007104
14 / 63

GO:0015291
secondary active transmembrane transporter activity

0.058064
22 / 142

GO:0015293
symporter activity

0.001615
16 / 66

GO:0015294
solute:cation symporter activity

0.001358
16 / 65

GO:0015295
solute:proton symporter activity

0.000685
14 / 50

GO:0015925
galactosidase activity

3.27e−05
8 / 14

GO:0016301
kinase activity

0.002009
93 / 639

GO:0016740
transferase activity

0.009778
190 / 1495

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.012420
99 / 731

GO:0016773
phosphotransferase activity, alcohol group as acceptor

0.003104
88 / 608

GO:0016787
hydrolase activity

0.466102
143 / 1295

GO:0016798
hydrolase activity, acting on glycosyl bonds

0.043110
32 / 215

GO:0022804
active transmembrane transporter activity

0.035581
36 / 243

GO:0022857
transmembrane transporter activity

0.199030
54 / 440

GO:0022891
substrate−specific transmembrane transporter activity

0.047701
50 / 362

GO:0022892
substrate−specific transporter activity

0.085975
54 / 411

GO:0043167
ion binding
0.001543

302 / 2402

GO:0043169
cation binding

0.000255
170 / 1220

GO:0051119
sugar transmembrane transporter activity

0.002717
14 / 57

GO:1901476
carbohydrate transporter activity

0.007104
14 / 63


