
GO:0001510

RNA methylation

< 1e−20

66 / 169

GO:0006139

nucleobase−containing compound metabolic process

7.31e−19

279 / 2583

GO:0006412

translation

< 1e−20

94 / 462

GO:0006725

cellular aromatic compound metabolic process

1.49e−16

294 / 2873

GO:0006807

nitrogen compound metabolic process

9.51e−16

306 / 3068

GO:0008150

biological_process

1.000000

692 / 10115

GO:0008152

metabolic process

0.000257

467 / 6197

GO:0009058

biosynthetic process

3.86e−08

323 / 3739

GO:0009059

macromolecule biosynthetic process

1.37e−07

212 / 2269

GO:0009451

RNA modification

< 1e−20

81 / 323

GO:0009987

cellular process

0.000158

481 / 6386

GO:0010467

gene expression

2.49e−17

225 / 1972

GO:0016070

RNA metabolic process

1.81e−13

213 / 1978

GO:0019538

protein metabolic process

2.99e−08

209 / 2189

GO:0032259

methylation

< 1e−20

96 / 414

GO:0034641

cellular nitrogen compound metabolic process

2.47e−17

293 / 2826

GO:0034645

cellular macromolecule biosynthetic process

3.18e−07

205 / 2201

GO:0043170

macromolecule metabolic process

6.96e−11

358 / 4047

GO:0043412

macromolecule modification

8.77e−10

165 / 1553

GO:0043414

macromolecule methylation

< 1e−20

96 / 410

GO:0044237

cellular metabolic process

3.55e−08

427 / 5240

GO:0044238

primary metabolic process

2.14e−09

435 / 5269

GO:0044249

cellular biosynthetic process

4.02e−09

305 / 3420

GO:0044260

cellular macromolecule metabolic process

6.59e−11

339 / 3778

GO:0044267

cellular protein metabolic process

3.79e−09

196 / 1971

GO:0046483

heterocycle metabolic process

1.15e−18

296 / 2809

GO:0071704

organic substance metabolic process

2.84e−08

453 / 5623

GO:0090304

nucleic acid metabolic process

2.37e−14

239 / 2264

GO:1901360

organic cyclic compound metabolic process

1.05e−15

302 / 3017

GO:1901576

organic substance biosynthetic process

1.08e−09

322 / 3618


