
GO:0006081
cellular aldehyde metabolic process

0.002175
22 / 338

GO:0006098
pentose−phosphate shunt

0.000426
14 / 148

GO:0006139
nucleobase−containing compound metabolic process

0.453136
79 / 2328

GO:0006725
cellular aromatic compound metabolic process

0.553478
92 / 2778

GO:0006732
coenzyme metabolic process

0.001474
20 / 286

GO:0006733
oxidoreduction coenzyme metabolic process

0.000663
16 / 191

GO:0006739
NADP metabolic process

0.000488
14 / 150

GO:0006753
nucleoside phosphate metabolic process

0.119638
16 / 347

GO:0006793
phosphorus metabolic process

0.017676
63 / 1457

GO:0006796
phosphate−containing compound metabolic process

0.015172
62 / 1419

GO:0006807
nitrogen compound metabolic process

0.259880
103 / 2911

GO:0007275
multicellular organismal development

0.234681
70 / 1928

GO:0008150
biological_process

1.000000
394 / 11808

GO:0008152
metabolic process

0.063098
243 / 6827

GO:0009117
nucleotide metabolic process

0.115404
16 / 345

GO:0009653
anatomical structure morphogenesis

0.531390
36 / 1081

GO:0009887
organ morphogenesis

0.011510
18 / 299

GO:0009893
positive regulation of metabolic process

0.000151
30 / 438

GO:0009965
leaf morphogenesis

0.000100
14 / 129

GO:0009987
cellular process

0.140254
249 / 7139

GO:0010016
shoot system morphogenesis

0.005413
18 / 277

GO:0019222
regulation of metabolic process

0.162669
67 / 1787

GO:0019362
pyridine nucleotide metabolic process

0.000821
14 / 158

GO:0019637
organophosphate metabolic process

0.001169
37 / 655

GO:0019682
glyceraldehyde−3−phosphate metabolic process

0.000548
20 / 264

GO:0019693
ribose phosphate metabolic process

0.043185
14 / 252

GO:0032501
multicellular organismal process

0.391826
73 / 2114

GO:0032502
developmental process

0.585210
74 / 2255

GO:0034641
cellular nitrogen compound metabolic process

0.406225
90 / 2627

GO:0044237
cellular metabolic process

0.039690
206 / 5646

GO:0044238
primary metabolic process

0.348912
191 / 5596

GO:0044281
small molecule metabolic process

0.010951
76 / 1771

GO:0044699
single−organism process

0.038943
234 / 6486

GO:0044707
single−multicellular organism process

0.271969
70 / 1953

GO:0044710
single−organism metabolic process

0.025390
142 / 3706

GO:0044763
single−organism cellular process

0.085035
179 / 4953

GO:0044767
single−organism developmental process

0.565017
73 / 2213

GO:0046483
heterocycle metabolic process

0.536168
87 / 2617

GO:0046496
nicotinamide nucleotide metabolic process

0.000724
14 / 156

GO:0048366
leaf development

0.017474
15 / 245

GO:0048367
shoot system development

0.128011
31 / 751

GO:0048513
organ development

0.251117
38 / 1016

GO:0048518
positive regulation of biological process

0.001602
35 / 620

GO:0048731
system development

0.313319
54 / 1511

GO:0048827
phyllome development

0.066942
23 / 494

GO:0048856
anatomical structure development

0.603515
67 / 2054

GO:0050789
regulation of biological process

0.650329
96 / 2962

GO:0051156
glucose 6−phosphate metabolic process

0.000426
14 / 148

GO:0051186
cofactor metabolic process

0.001210
26 / 408

GO:0055086
nucleobase−containing small molecule metabolic process

0.174738
16 / 370

GO:0065007
biological regulation

0.726913
104 / 3261

GO:0071704
organic substance metabolic process

0.159304
213 / 6077

GO:0072524
pyridine−containing compound metabolic process

0.001327
14 / 166

GO:1901135
carbohydrate derivative metabolic process

0.148952
28 / 682

GO:1901360
organic cyclic compound metabolic process

0.824660
90 / 2918

GO:1901564
organonitrogen compound metabolic process

0.047747
44 / 1023


