
GO:0006461

protein complex assembly

1.18e−05

39 / 327

GO:0006508

proteolysis

1.41e−09

53 / 381

GO:0006511

ubiquitin−dependent protein catabolic process

2.10e−16

42 / 169

GO:0006950

response to stress

1.11e−05

126 / 1539

GO:0008150

biological_process

1.000000

450 / 7755

GO:0008152

metabolic process

0.000963

304 / 4698

GO:0009056

catabolic process

5.25e−09

80 / 722

GO:0009057

macromolecule catabolic process

2.01e−11

51 / 320

GO:0009987

cellular process

0.004400

315 / 4979

GO:0010033

response to organic substance

1.60e−10

111 / 1072

GO:0010498

proteasomal protein catabolic process

3.50e−16

35 / 120

GO:0016043

cellular component organization

0.043234

103 / 1522

GO:0019538

protein metabolic process

4.18e−08

161 / 1915

GO:0019941

modification−dependent protein catabolic process

4.17e−16

42 / 172

GO:0022607

cellular component assembly

0.001294

39 / 408

GO:0030163

protein catabolic process

1.12e−14

47 / 230

GO:0034622

cellular macromolecular complex assembly

3.50e−06

39 / 311

GO:0035966

response to topologically incorrect protein

2.16e−17

46 / 190

GO:0042221

response to chemical

3.17e−08

127 / 1401

GO:0043161

proteasome−mediated ubiquitin−dependent protein catabolic pr...

< 1e−20

32 / 74

GO:0043170

macromolecule metabolic process

3.70e−05

228 / 3223

GO:0043248

proteasome assembly

2.01e−17

33 / 98

GO:0043623

cellular protein complex assembly

1.19e−07

39 / 273

GO:0043632

modification−dependent macromolecule catabolic process

4.17e−16

42 / 172

GO:0043933

macromolecular complex subunit organization

0.000917

56 / 636

GO:0044085

cellular component biogenesis

0.001405

57 / 662

GO:0044237

cellular metabolic process

0.000213

270 / 4022

GO:0044238

primary metabolic process

0.021414

254 / 4010

GO:0044248

cellular catabolic process

1.13e−09

72 / 600

GO:0044257

cellular protein catabolic process

6.93e−14

45 / 223

GO:0044260

cellular macromolecule metabolic process

1.67e−05

219 / 3040

GO:0044265

cellular macromolecule catabolic process

5.03e−11

47 / 287

GO:0044267

cellular protein metabolic process

9.77e−09

153 / 1757

GO:0050896

response to stimulus

5.72e−05

187 / 2560

GO:0051603

proteolysis involved in cellular protein catabolic process

3.46e−14

45 / 219

GO:0051788

response to misfolded protein

2.01e−17

33 / 98

GO:0065003

macromolecular complex assembly

4.05e−05

39 / 345

GO:0070271

protein complex biogenesis

1.26e−05

39 / 328

GO:0071704

organic substance metabolic process

0.001767

278 / 4270

GO:0071822

protein complex subunit organization

5.96e−05

39 / 351

GO:0071840

cellular component organization or biogenesis

0.036864

114 / 1691

GO:1901575

organic substance catabolic process

3.14e−07

66 / 608


