
GO:0006082
organic acid metabolic process

0.000175
183 / 1382

GO:0006090
pyruvate metabolic process

2.50e−07
67 / 345

GO:0006461
protein complex assembly

0.002268
74 / 516

GO:0006950
response to stress

0.006160
260 / 2188

GO:0008150
biological_process

1.000000
1279 / 12344

GO:0008152
metabolic process

0.014448
775 / 7123

GO:0009058
biosynthetic process

0.015571
461 / 4111

GO:0009853
photorespiration

1.62e−06
32 / 128

GO:0009987
cellular process

0.012130
809 / 7444

GO:0010033
response to organic substance

0.016913
173 / 1439

GO:0016043
cellular component organization

0.039888
244 / 2132

GO:0019752
carboxylic acid metabolic process

0.000143
177 / 1325

GO:0022607
cellular component assembly

0.006015
92 / 689

GO:0032787
monocarboxylic acid metabolic process

2.25e−05
134 / 922

GO:0034622
cellular macromolecular complex assembly

0.004968
71 / 507

GO:0035966
response to topologically incorrect protein

0.000265
38 / 205

GO:0042221
response to chemical

0.055015
225 / 1974

GO:0043094
cellular metabolic compound salvage

8.59e−06
33 / 144

GO:0043248
proteasome assembly

1.07e−06
36 / 150

GO:0043436
oxoacid metabolic process

0.000162
183 / 1380

GO:0043623
cellular protein complex assembly

0.001475
68 / 459

GO:0043933
macromolecular complex subunit organization

0.081464
97 / 817

GO:0044085
cellular component biogenesis

0.001398
135 / 1021

GO:0044237
cellular metabolic process

0.033938
648 / 5951

GO:0044249
cellular biosynthetic process

0.123831
412 / 3797

GO:0044281
small molecule metabolic process

2.95e−05
249 / 1911

GO:0044699
single−organism process

0.002405
747 / 6747

GO:0044710
single−organism metabolic process

0.000299
462 / 3927

GO:0044763
single−organism cellular process

0.004094
579 / 5156

GO:0050896
response to stimulus

0.081283
400 / 3647

GO:0051788
response to misfolded protein

1.07e−06
36 / 150

GO:0065003
macromolecular complex assembly

0.004037
75 / 536

GO:0070271
protein complex biogenesis

0.002511
74 / 518

GO:0071704
organic substance metabolic process

0.034633
693 / 6387

GO:0071822
protein complex subunit organization

0.003951
79 / 569

GO:0071840
cellular component organization or biogenesis

0.031208
271 / 2369

GO:0080129
proteasome core complex assembly

8.53e−08
31 / 108


