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molecular_function

1.000000
1240 / 12045

GO:0003824
catalytic activity

0.135454
506 / 4736

GO:0003954
NADH dehydrogenase activity

0.005118
7 / 22

GO:0004175
endopeptidase activity

0.139504
24 / 185

GO:0004298
threonine−type endopeptidase activity

0.000500
8 / 20

GO:0008137
NADH dehydrogenase (ubiquinone) activity

0.000368
7 / 15

GO:0008233
peptidase activity

0.467425
35 / 332

GO:0016491
oxidoreductase activity

0.027139
115 / 942

GO:0016651
oxidoreductase activity, acting on NAD(P)H

0.005833
21 / 114

GO:0016655
oxidoreductase activity, acting on NAD(P)H, quinone or simil...

0.006714
7 / 23

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.001330
27 / 143

GO:0016787
hydrolase activity

0.557299
176 / 1722

GO:0050136
NADH dehydrogenase (quinone) activity

0.000596
7 / 16

GO:0070003
threonine−type peptidase activity

0.000500
8 / 20

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.411425
34 / 315


