
GO:0003674
molecular_function

1.000000
1183 / 7089

GO:0003824
catalytic activity

0.003078
539 / 2972

GO:0004364
glutathione transferase activity

1.92e−05
17 / 36

GO:0005488
binding

0.042158
611 / 3496

GO:0016491
oxidoreductase activity

0.025681
117 / 595

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.108051
18 / 80

GO:0016671
oxidoreductase activity, acting on a sulfur group of donors,...

0.001251
8 / 15

GO:0016740
transferase activity

0.162376
205 / 1157

GO:0016765
transferase activity, transferring alkyl or aryl (other than...

0.000869
22 / 67

GO:0033218
amide binding

0.082567
6 / 19

GO:0042277
peptide binding

0.027412
6 / 15

GO:0043167
ion binding
0.061039
333 / 1864

GO:0043168
anion binding

0.027060
196 / 1042

GO:0043295
glutathione binding

0.002435
6 / 10

GO:0072341
modified amino acid binding

0.012662
6 / 13

GO:1900750
oligopeptide binding

0.002435
6 / 10

GO:1901681
sulfur compound binding

0.007868
8 / 19


