
GO:0003674
molecular_function

1.000000
2889 / 12054

GO:0003824
catalytic activity

1.54e−07
1269 / 4801

GO:0004175
endopeptidase activity

0.002858
59 / 177

GO:0004176
ATP−dependent peptidase activity

1.87e−06
16 / 22

GO:0004222
metalloendopeptidase activity

2.34e−05
22 / 40

GO:0008233
peptidase activity

0.019481
93 / 320

GO:0008237
metallopeptidase activity

4.37e−05
27 / 55

GO:0016462
pyrophosphatase activity

0.332376
127 / 511

GO:0016491
oxidoreductase activity

4.26e−06
275 / 910

GO:0016787
hydrolase activity

0.366395
419 / 1723

GO:0016817
hydrolase activity, acting on acid anhydrides

0.329429
130 / 523

GO:0016818
hydrolase activity, acting on acid anhydrides, in phosphorus...

0.370226
127 / 515

GO:0016853
isomerase activity

0.000108
48 / 122

GO:0016854
racemase and epimerase activity

0.000148
12 / 18

GO:0016857
racemase and epimerase activity, acting on carbohydrates and...

2.57e−05
11 / 14

GO:0016887
ATPase activity

0.099555
78 / 285

GO:0017111
nucleoside−triphosphatase activity

0.398642
120 / 489

GO:0042623
ATPase activity, coupled

0.340560
55 / 217

GO:0070011
peptidase activity, acting on L−amino acid peptides

0.009301
91 / 304


