
GO:0000166
nucleotide binding

0.130877
157 / 1369

GO:0001882
nucleoside binding

0.081169
120 / 1008

GO:0001883
purine nucleoside binding

0.072622
120 / 1003

GO:0003674
molecular_function

1.000000
843 / 7967

GO:0003824
catalytic activity

1.15e−05
424 / 3456

GO:0005488
binding

0.049029
431 / 3854

GO:0015035
protein disulfide oxidoreductase activity

0.000277
11 / 32

GO:0015036
disulfide oxidoreductase activity

6.01e−05
13 / 37

GO:0016491
oxidoreductase activity

0.000283
100 / 680

GO:0016667
oxidoreductase activity, acting on a sulfur group of donors

0.001462
23 / 113

GO:0017076
purine nucleotide binding

0.061875
121 / 1005

GO:0030554
adenyl nucleotide binding

0.019144
116 / 917

GO:0030611
arsenate reductase activity

5.64e−07
8 / 10

GO:0032549
ribonucleoside binding

0.079403
120 / 1007

GO:0032550
purine ribonucleoside binding

0.072622
120 / 1003

GO:0032553
ribonucleotide binding

0.064887
122 / 1016

GO:0032555
purine ribonucleotide binding

0.072622
120 / 1003

GO:0032559
adenyl ribonucleotide binding

0.018569
116 / 916

GO:0036094
small molecule binding

0.070426
165 / 1408

GO:0043167
ion binding
0.211100
234 / 2115

GO:0043168
anion binding

0.029496
144 / 1180

GO:0043531
ADP binding

1.26e−05
23 / 84

GO:0097159
organic cyclic compound binding

0.102953
283 / 2517

GO:0097367
carbohydrate derivative binding

0.072728
123 / 1030

GO:1901265
nucleoside phosphate binding

0.130877
157 / 1369

GO:1901363
heterocyclic compound binding

0.121409
281 / 2510


