
GO:0000166

nucleotide binding

3.72e−05
357 / 1533

GO:0001882

nucleoside binding

8.23e−07

293 / 1178

GO:0001883

purine nucleoside binding

4.62e−07
293 / 1171

GO:0003674

molecular_function

1.00000

1641 / 8386

GO:0005488

binding

4.00e−05

885 / 4154

GO:0005524

ATP binding

6.87e−08

257 / 986

GO:0017076

purine nucleotide binding

2.73e−07

295 / 1174

GO:0030554

adenyl nucleotide binding

2.43e−08

280 / 1079

GO:0032549

ribonucleoside binding

7.58e−07
293 / 1177

GO:0032550

purine ribonucleoside binding

4.62e−07

293 / 1171

GO:0032553

ribonucleotide binding

2.83e−07

296 / 1179

GO:0032555

purine ribonucleotide binding

4.62e−07

293 / 1171

GO:0032559

adenyl ribonucleotide binding

2.43e−08

280 / 1079

GO:0035639

purine ribonucleoside triphosphate binding

1.45e−06
270 / 1079

GO:0036094

small molecule binding

7.16e−05
362 / 1568

GO:0043167

ion binding

0.00586
482 / 2252

GO:0043168

anion binding

3.93e−06

323 / 1338

GO:0097159

organic cyclic compound binding

1.83e−05
616 / 2782

GO:0097367

carbohydrate derivative binding

4.38e−07
299 / 1198

GO:1901265

nucleoside phosphate binding

3.72e−05

357 / 1533

GO:1901363

heterocyclic compound binding

2.02e−05
614 / 2774


