
GO:0003674
molecular_function

1.00000
2444 / 10685

GO:0003676
nucleic acid binding

0.99861
265 / 1342

GO:0003723
RNA binding

0.60991
86 / 384

GO:0003727
single−stranded RNA binding

0.00485
11 / 22

GO:0003824
catalytic activity

0.01553
1039 / 4339

GO:0005488
binding
0.62014

1095 / 4814

GO:0005507
copper ion binding

7.99e−05
58 / 160

GO:0008187
poly−pyrimidine tract binding

4.72e−05
11 / 15

GO:0008266
poly(U) RNA binding

4.72e−05
11 / 15

GO:0016740
transferase activity

0.86214
333 / 1526

GO:0016772
transferase activity, transferring phosphorus−containing gro...

0.81414
143 / 664

GO:0016776
phosphotransferase activity, phosphate group as acceptor

4.72e−05
11 / 15

GO:0016853
isomerase activity

4.59e−05
52 / 137

GO:0043167
ion binding

0.92828
568 / 2600

GO:0043169
cation binding

0.46797
331 / 1440

GO:0046872
metal ion binding

0.51479
308 / 1347

GO:0046914
transition metal ion binding

0.69130
238 / 1067

GO:0097159
organic cyclic compound binding

0.99722
634 / 3005

GO:1901363
heterocyclic compound binding

0.99656
634 / 2999


